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1 System’s functionality

1. 1. Use case diagrams

1.1.1 Operation groups
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1.1.2 Operations associated with genotype files
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1.1.3 Operations performed in cooperation with external systems

[image: image6.wmf]joining two parts of 

creature's body

creating parent -> child 

relationship between two 

joining .. (nothing is 

selected)

joining .. (one part is 

selected)

joining .. (two parts are 

selected)

adding part to creature's 

body

creating.. (nothing is 

selected)

creating.. (one part is 

selected)

creating.. (two parts are 

selected)

creating.. (more than two 

parts forming tree are 

snapping parts to grid

aligning parts

destroying parent -> 

child relationship

scaling element/ group of 

elements

moving element / group 

of elements

rotating element / group 

of elements

FRED user

NN visualisation in body 

window


1.1.4 Operations associated with creature’s body / brain editing in text window
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Operations associated with creature’s body  editing in body view window(s)
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1.1.5 Operations associated with neural network editing in brain view window(s)
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1.1.6 Operations common for body / brain windows 

[image: image10.wmf]FAVI user

zooming view

rotating view

panning view

fitting to view

FRED user
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1.1.8 Operations associated with camera / view
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2 Static model

2. 1. System metaphore

FAVI is an applet allowing user to view body (in three dimensions) and brain of virtual organisms described by genotype (loaded from files). There is also an option to view genotype code itself (on user’s demand). Body / brain views allow user to perform some typical camera operations on them (like rotating / zooming)

FRED is a stand-alone application which allows user to either create a new organism or edit existing one. Introduced changes are visualised in real time in brain and 3-D body windows.  Program also displays one text window (always visible) with genotype code. Editing may be performed either by typing genotype code in text window or by using menus and toolbars. FRED checks correctness of edited genotype, not allowing to corrupt it by visual edition (text edition is always allowed – program displays proper error messages when any constraints are broken). Program also offers typical edit functions like selecting / copying / pasting / aligning elements or snapping them to grid. It may also cooperate with external systems, e.g. by allowing user to download / upload genotype from databse (available online).

2. 2. System architecture

2.2.1 Short description

FAVI is an Internet browser applet displaying possibly many views of one genotype at time. Main components of program are:

· genotype buffer holding genotype of currently viewed organism

· three-dimensional window containing view of organism’s body (with optional visualisation of brain)

· two-dimensional window containing view of organism’s brain

· text window (optional) containing text view of genotype

FRED is a GUI application consisting of following components:

· genotype buffer holding genotype of currently viewed organism

· undo and redo buffers managed with some clock algorithm

· selected elements buffer

· 3D body and 2D brain window(s) containing view of organism represented by current genotype

· one text window containing f0 genotype code arranged as lines corresponding to genotype elements

· error messages window 

· clipboard for copying / pasting parts of genotype 

2.2.2 Component diagram

2.2.2.1 FAVI
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2. 3. Class diagram
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3 Dynamic model

3. 1. Objects changing their state

We have introduced artificial start and stop states in all state diagrams in order to make them compliant with UML notation
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3.1.2 FREDGenotypeBuffer 
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Interaction with system enviroment

Beacuse of number and complexity of functional requirements we have created interaction diagrams only for the most important (also most general and typical) of them[image: image22.wmf]user : FRED 
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3.1.5 Loading genotype from file (FRED)
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Editing genotype in text window (FRED)
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3.1.7 Undoing last operation (FRED)

***** END OF DOCUMENT „Conceptual design” *****
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